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1. Genetic Basis of Human Cancers
a. Discovery of Oncogenes
b. Two hit Knudson model and tumor suppressor genes

2. Lessons from large scale genomic studies
a. Lessons thus far
b. Identification of recurrent disease alleles

3. Validation of cancer “drivers”
a. Computational approaches
b. Functional validation
c. Integration with shRNA screens and CN data

4. Preclinical Cancer Models
a. Invitro vs. in vivo approaches
b. Genetically engineered murine models
c. PDX Models

5. Biologic and Translational Insights

a. Mechanisms of transformation
b. Preclinical therapeutic studies
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